Supplementary table 1: Details to the markers used

Marker | Primers Sequence® Alleles®
ytP159 TGCGTTTTCTGATCGTATTTCGGAA
TTCAAAAAATTAGATGTAGCTGTT | 1 GABBAA
ATGGCGTGTTCAACTGACTCGCATT | 2 GAGRAG
TCTCGCATCTTGCATGGGTAAATAC | 3 GAGEGA
CGACCGAAAAATGGGTGGACTTGG | 4 AAGTAA
TCAGATGAATATACCAATTCTTGCT | 5 GAGRAG
GATACCAATCATGCAATCAGCAAG | 6 GGERAG
fw: GCATATGGTGTGCTCAAGGAAGAT | 7 GABEBAG
TGCGTTTTCTGATCGTATTT | GAAGGAATTGCTTATCGGTACGTA | 8 GARBAG
rev: TTCTTTGATATGAGTAAGATGTGAA
CCCTTTTGAATCAATGATGA | GCCATCGAAGGCARCGAGCGATTT
seq: GAARATATGTGGCATCAACTTEAT
TGCGTTTTCTGATCGTATTT | GACTTTTTTAGAGTTATTGTTCTTC
AGTTCTTGCGAATACTTEICTCTTCT
TTGTTGTGTTRTGATTGAAATGGTT
GAAATCAGATTGTCATAGTTTATG
AAAACAATRTTTGAACTTATTTCAG
TGGABMITATTCATCATTGATTCAAAA
GGG
ytP161 TATCTCCTCTTTCGGTGTCAACTTC
ACTTTTTATGACTTATCTTGCGGCA | 1 CHA
GATGGCACAACAAAGCAACAATTG | 2 CHlA
CAAGATGTTCTTGGAGGAAGTAAT |3 CHlA
TACATATTGAAATTTTTTTAATTCG | 4 CHlA
AAATACTGAAAAAGSAATAATCAC |5 CHlA
fw: GCABMIATTACCTCAAAGTTGRAART | 6 ClA
TATCTCCTCTTTCGGTGTCA | TTGGACATCAAGAATGCTRTAACT | 7 CHA
rev: GTAAGGATAGATTTCATAAATGWT | 8 CHlA
ATTCTGCTGAAGCTTTCCTT | AAAATAATCGTTTCTAAATTARCAT | 9 CHBA
seq: AAAATCAATTTTTCAGEITGCAAGH | 10 CBG
TATCTCCTCTTTCGGTGTCA | GKAAGCGAATTTCGATTACACTTT | 11 CEA
GCTARGCTACTGGTAGAGATGGCA | 12 GiA
AATGTGGAAAACGAWAATTATAC | 13 CHATATGEETAA
GTTAAATTTAGCAAATCGCCTTTAC | 14 CBATGTABETAA
GTAGAGCAAAACTTTCCGACAAAG
GAAAGCTTCAGCAGAAT
VtP162 AGGCACATGTTTTGGTAGTGGAAA
GTACGATATATGATTTGRTACTAA | 1
RACTTGCCCCGACGAGCTGTAAAA | 2
TGAAGGTATGTTTCAACTATCCGAT | 3
TGCTGACCGTAATATAAAATTTGC | 4
ATCATTCTTTCGTTTTTATTTCCGAC | 5
AAATTTCTTGCCTCTATTCAAGAGG | 6
ATTCTGATGTCGCATTTTTGGAAGG | 7
fw: AAACATGAGAAAAAGTCHAMIGTA | 8
AGGCACATGTTTTGGTAGTG | CAACAAATTTTTCTATTGACTTTTT | 9
G GATTGSGAAAATATAATACGCWAA | 10 GG
rev: AMITARTGGCTGTATTCCAAAGCTT | 11 AG
AGTTTGCCGGTCATTGATTC | TACKAAAATTTTGTAAATATAATC | 12 AG
seql: GCAAAAARTATGCCGCAAAGAAAA | 13 AA
CCTATAGAACTTCTCTTGAG | TCTACAGAATCTCGATYTTTCGCTT | 14 GG
seq2: ATTTTACAGGGTCTCAAGAGAAGT | 15 GG
CTCAAGAGAAGTTCTATAGG | TCTATAGGGAAATGTAAAAGAAAC | 16 AG
ATGAAGCAAAAACCGAAGGTTAGA | 17 AG
GAATTATTCCRCAAAAAGCAATTA | 18 GG
TTAATGATTTCTGAGREKCGCTATTT | 19 AG
GATACATTTAGACCGTTTTTTGTAT | 20 GG
CAAAGANIAATAACAGTATCCTTGC | 21 AG
TGAGTTTATCTTGACACAGTGTATT | 22 GG
TGCTATTAAAATTMITGATARITTTTC | 23 AG
AGGATGTTGCTCTTAGAATATCTGA | 24 GG




ATCAATGACCGGCAAACT 25
ViP164 GCATCTTCGCTATCCTTTGCTGCAC
AAAGTCCAACTGCGACTGCTTCCT | 1 FAG
AAATCATAAAAWTCAATCAATTTA | 2 TAA
AGTAATTCGCTTTAACAAAARTAA |3 TAG
TTTAAAATAATTTTTTAATAAAGAA | 4 AAG
TATAGAAGATTTAAAAGAAAAACC | 5 TGG
CGAAATRAAGGAAGATTTTTGATT | 6 TAG
fw: GGTATTTTGGATGAATTGTCATAAA | 7 TAA
GCATCTTCGCTATCCTTTGC | AAGTTTTTCATGAATTAATTAACTA
rev: TTAATTCAABACATACAAATTATCC
CGAATGGAAACAGCAGCAG | AABAATTATTGCAAATAAACATTA
seq: AGACTTATCCGTGGTT | ATTAATTACACGATACATATTTTGK
TAGTCATACGAACACATCAAATGT
TGCTAAACTTATTCGATTTATAATT
ACAAAAACAAAAAAAAGAAAAAT
TTATCACCTGTCCGGTATATAAATG
GCAAAAACCACGGATAAGTCTTTC
TTTGTAAAGATTTCCTGCTGCTGTT
TCCATTCG
ViP169 CGACATTTGCTATGGGAAGCATTA
AAAATGTAACTGTCAAAGGTCAGG | | AGGABGI
TCGCATGCAGCGATCGATCGCAAA | 2 AGAAE@A
AAGATGTTGAAATACARTTRTGGG | 3 AGAAGG
ARCGTGATACACGTAAGTTCGACT | 4 AGGTHA
e TWTCTCAlTTlTCi%TCGAATACRAA 5 AGAAGA
' GTTCTATRITTTCETTTTCCTATRAA | 6 AGAA@A
AT |1 Al
Se‘?l?CATCGCAGCTGTGTACT TGATATAAAGTTTTAAATTTAATTT | 9 AGATMA
: CTAGTGGATCCGGATGATTTGCTG | 10 AGGAGA
CGACATTTGCTATGGGAA | 4 \TACGACGAAGACCGABIGCTCGT | 11 AGGABA
GGAAATTTCAAGATATATGGAGAA | 12 GGAABG
GAGAATGAAGTAAACAACATTGAA | 13 AGAA@A
CCGTATCTAATAATAGTACACAGC | 14 AGAA@A
TGCGATGGTG 15 AAAAEA

“Position number 1 is the first nucleotide of the fw primer. Ambiguity codes at variable positions
are in bold and color coded as follows: A or G - yellow; A or T - blue; C or T - pink; C or G - grey;
A or C-red; T or G - green. The non highlighted Y in y#P162 indicates a variable position too close
to the sequencing primer for reliable detection. "The bases present at the variable positions are listed

in the order of occurrence.



